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Figure 1C 
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Figure 2 
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Figure 3 
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Figure 4 
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Figure 5 
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Figure 6 
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Figure 8 
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Figure 9 
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Figure 13 
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Figure 14 
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Figure 15 
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Figure 16 
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Figure 17 



A .§* 120 



Acti 1 


100 ■ 


T5 




8 


80 ■ 


*- 

.5- 

1 


60 • 




c 


40 - 


I- 




c 


20 • 


8 




Per 


0 " 



100 



B 



Doxycycllne 



•GFP-Foxm1b 



28 ± 0.01 




CMV TETO GFP-Foxml b 
Clone C3 U20S Celts 



Empty CMVFoxmlb CMVFoxm1b + 

<D-Arg)94)19ARF2644 



•Dox 



<D-Arg)g-p19ARF2644 + Dox 

E 




WTU20S WT U20S WT U20S + Foxmlb Foxmlb Foxmlb 
<D-Arg)g- Clone C3 Clone C3 Clone C3 + 
p19ARF 2 644 <D-Arg)g- 

pigARF26*44 



WT 
U20S Cells 



CMV TETO 
GFP-Foxml b 

Clone C3 
U20S Cells 



+ Doxycyclln 



+ Doxycyc!ln 



19/19 



